ssSNPer: identifying statistically similar SNPs to aid interpretation of genetic association studies.
ssSNPer is a novel user-friendly web interface that provides easy determination of the number and location of untested HapMap SNPs, in the region surrounding a tested HapMap SNP, which are statistically similar and would thus produce comparable and perhaps more significant association results. Identification of ssSNPs can have crucial implications for the interpretation of the initial association results and the design of follow-up studies. http://fraser.qimr.edu.au/general/daleN/ssSNPer/